
Genealogy and DNA 

(Text of Jean-Guy Deschênes, member # 35 and treasurer of the association)                

  

You may have noticed that our association has been moving towards DNA-based research in 

recent years. Indeed, for some time, because we cannot count on the services of a 

genealogist, the content of our database remains stagnant. However, the interests of the 

members of the board of directors are nonetheless present in this area. 

As mentioned several times in our newspaper "Le Fribourgeois" the origins of our ancestor 

Pierre Miville, although documented in many places in notarial acts, remained still subject to 

questions. Indeed, it was not possible to find by traditional methods how to go back to 

Switzerland and more precisely to Fribourg. An important remark is necessary as to the result 

of the deductions which result from this. We received comments that questioned the 

Fribourg's origin of our ancestor simply because there is no evidence to this effect. We must 

fall back on science in order to set the record straight. In science it is well known that one can 

prove a "positive" but not the opposite. The classic example is this: What about the existence 

of Santa Claus? If you want to prove that he does not exist, you will have a lot of work to do 

and even if after years of research you say that "Santa Claus does not exist" there will always 

be a funny chap who can say that you have not looked everywhere and possibly your research 

is incomplete. On the other hand, to prove that he does indeed exist, what you have to do is 

quite clear: FIND HIM and you will be able to say: "Santa Claus really exists and as proof of it, 

here he is” ! 

Unfortunately, in reality things are often much more complicated. For our association, 

genealogy is a very important tool. It is most often based on available oral or written 

documentation. Since the discovery of DNA and the realization of its potential, we can count 

on this new tool to facilitate genealogical research. It is therefore a valuable contribution that 

will support the results of research by conventional methods. 

DNA-based analyzes for genealogy research concern only a very small part of the human 

genome. It is unthinkable to look at the billions of components of the genome and it is well 

understood nowadays that a partial analysis targeting only data relevant to the genealogy can 

give us the desired results. Despite this simplification, the data we receive, following a 

laboratory analysis (based on a saliva sample for example), are impressive. The first results I 

looked at in an EXCEL file were presented on about 150,000 lines. You read correctly, one 

hundred and fifty thousand lines of data. It is obvious that the study of these data must be 

done in an automated way because there is absolutely no question of doing this by hand! 

I did some analysis on the data of the members of my family and of course there were 

differences but mostly similarities. These analyzes are quite complicated and I leave this task 

to experts in the field who can draw conclusions. 



Speaking of conclusions, we must be wary of what can be read today in social media where 

too many ignorants display their incompetence. Recently, journalists in search of catchy titles 

have given it a try. Samples of saliva from twins were shipped to various laboratories. 

Normally, the results should have been identical, but this is not at 100% the case. In addition, 

the labs give a summary of the origin of your ancestors and percentages (Neerdantal, 

Denisovan, etc.) based on your results. These percentages differed significantly among 

laboratories. It is appropriate here to pause and distinguish two things: the measured results 

and the interpretations of these results. Each lab uses its own algorithms to do this. By the 

way, what is an algorithm? This is a very impressive word for what in the cooking field, would 

be called a recipe. So: algorithm = recipe, simply! 

Returning to the results of the various laboratories, it should be kept in mind that even if the 

measured data were the same or were very close, interpretations based on different 

algorithms may be different. One must also be aware that the orders of magnitude of the 

differences must be well appreciated. Do not forget that in the genomes of gorillas and 

humans the difference is only about 2%! 

Let's go back now to our association's approach to DNA. 

To find a solution to the lack of classic references that would have allowed us to go back to 

Fribourg we counted on the collaboration of Mr. Jean-Pierre Gendreau-Hétu who acted as our 

advisor in this area. He found us a person living in the USA who had a well-established 

connection with his origins in Fribourg. It was an opportunity to explore. So we proceeded to 

have the DNA of this person analyzed and as mentioned by Mr. Hétu, we had an incredible 

chance. The results were convincing and exceeded all our expectations. This chance 

emboldened us and we wanted to continue in this way. Unfortunately, the results of a trial 

with another Frenchman in the Jura region were not as desired. However, we have built 

friendly relations with his family. 

How are we going to continue our research? We wish to continue in this vein and possibly go 

back a little further in time. Another analysis that we did perform gave us results different 

from our expectations. But we must keep our optimism high and as we were reminded of this 

by Mr. Gendreau: we now know that the three analyzes performed correspond to three 

different strains attached to our ancestor. But the most important result is the first to vividly 

confirm the Pierre Miville’s origin from Fribourg. 

So this is a small summary of our forays into this extremely interesting field of genetics 

supported by science. 


